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Positive selection (adaptive evolution)!
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•  the challenge of pathogen mimicry	


HOST-PATHOGEN  EVOLUTION	
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Elde, et al., Nature 2009	




POSITIVE  SELECTION  ON  PKR	
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the  origins  of  mimicry	
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Mimicry and conflict	
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The Challenge of mimicry	
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the  evolution  of  mimicry	
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yeast assay for pkr activity	
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yeast assay for pkr activity	
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selection  at  the  interface	
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g-helix  resists k3l	
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• evolution on multiple surfaces	

• flexibility for substrate recognition	


OVERCOMING MIMICRY	


Elde, Child, Geballe, Malik Nature 2009	
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A  cost  to  flexibility	
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MIMICRY  AGAINST  THE  CELL	


Evolutionary “winners” may in fact be losers...	


Elde, Malik Nature Rev Microbiol 2009	
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EXPERIMENTAL  EVOLUTION	
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evolution  of  vaccinia	
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evolution  of  CNV	
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A trade-off associated with K3L gene expansion	
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Does the Red Queen always play the accordion?	
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Host evolution and paleovirology	
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